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Based on a drug database, we created a heterogeneous graph that includes
drug-specific information such as drug names, descriptions, categories, and relationships, as well
as various types of information, such as proteins related to drugs. We realized representation
learning that can effectively utilize all information, including drug descriptions and chemical
formula information.

We also studied methods to use information from the drug database for extracting drug relationships
from a document. We realized a single model for extracting information from a document, using as
input the representations learned from the knowledge graph and mapped to the document to be input.
The numerical target was initially set to an F-score of 80% or higher for extraction performance,
but in the end, an F-score of 85.40% was achieved, which greatly exceeded the initial target.
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