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Dynamic brain-to-brain network analysis during social interaction

Hiroyasu, Tomoyuki

3,400,000

TNIRS

TNIRS

In this study, we developed a hyperscanning system usin? fNIRS, a
non-invasive brain function imaging device. We proposed a novel method for simultaneous acquisition
and data-driven analysis of brain function data from multiple individuals. This method proved to be
particularly effective in understanding brain function states during human social behaviors,
especially altruistic actions. Furthermore, we demonstrated the importance of constructing sparse
matrices for understanding brain function states.
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