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The effectiveness of the tensor decomposition method for the analysis of
single cell multimics was confirmed and published in scientific papers and as research reports in
international conferences. In particular, the method was found to be effective for integrated
analysis of gene expression profiles, methylation and ATAC-seq.This is expected to facilitate the
use of tensor decomposition for single-cell analysis in the future. This is a very valuable research

result, as such research has not been done before.
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