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The DNA repair pathway that determines radiosensitivity is affected not only

by DNA repair factors, but also by the chromatin structure of the DNA damaged area.lIn this study,
to assess the molecular mechanism of the histone-modifying enzyme H3K36 methylase NSD2 that
regulates chromatin structure in DNA damage response, NSD2-deficient cells were created and their
effects on DNA damage responses were analyzed. NSD2 deficiency did not affect survival or growth
suppression against X-rays. NSD2-deficient cells were more susceptible to DNA-damaging anticancer
drugs and ultraviolet irradiation. Expression of the protein SLFN11, which enhances the effects of
anticancer drugs, was increased in NSD2-deficient cells. These results suggest that NSD2 regulates
DNA damage-induced cell death by regulating SLFN11 expression.
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