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Introduction of chromosome structural changes into mouse spermatogonia cells for
the analysis of their transmission to next generation

NODA, Asao
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We tried to create chromosomal structural mutations in the cultured cells.
This is the creation of artificial chromosomal structural mutants by assuming characteristic
mutations caused by radiation exposure. We investigate the possibility of inheritance of germ cells
bearing these mutations to the next generation. This is an application of the CRISPR/Cas9-based
gene-editing system to generate two double-strand breaks at specific sites on the mouse chromosome
and create a deletion mutation between them by non-homologous end joining (NHEJ). As a result, we
have successfully created extensive artificial deletions ranging from 100 bp to 1 Mbp. We then
attempted to create artificial chromosomal translocations.
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