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Study on the route of transmission and spread of tea (the Tea Road) in Japan
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In order to assume the route of transmission and spread of tea (the Tea
Road) in Japan, genetic characteristics of tea landraces and cultivars from Japan and the other
countries were analyzed based on nine SSR markers. Landraces from northern Kyushu region were
collected because they could be a key of the tea transmission and spread. Lines from the northern
Kyushu and the other regions were included into a group of Kyoto landraces. The northern Kyushu
landraces may have genetic differences because some of them were separated on the dendrogram.
Parentages of 79 cultivars were also analyzed. Biparental and uniparental origins were confirmed or
identified for 12 and 25 cultivars, respectively. Candidate pollen parents of yet-to-be-defined
pedigree were newly identified for five cultivars.

DNA



DNA

1. DNA
2.
SSR
1. DNA
SSR DNA
2.
1823 1829, 1859 1862
DNA
SSR
DNA (RAD-seq)
100
DNA 1 ng/uL
PCR

KAPA 3G Plant PCR Kit
SSR

Nested PCR

DNA
DNA
SSR
DNA
4 ng/uL
PCR DNA
9



DNA

DNA 9 83
RAD-seq
SSR 79
12 25

S
DNA

SR

37



1 1 0 1

Nakao Kubo, Tomohiro Matsuda, Chisaki Yanagida, Yuna Hotta, Yutaka Mimura, and Maho Kanda 71

Parentage analysis of tea cultivars in Japan based on simple sequence repeat markers 2021

Breeding Science 594-600
DOI

10.1270/jsbbs.20156

1 0 0
(SSR)
DNA 30
2021
1
Nakao Kubo, Hideaki Yokoyama, and Takafumi Ohgushi 2023
Springer 35

Reference Series in Phytochemistry. Natural Products in Beverages, Section 3: Caffeine Beverage
Plants: Tea (Camellia sinensis)







