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The half-life and analyzability of DNA in museum specimens

Omote, Keita
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For clarifying analyzability of DNA in old museum specimens under various
conditions, | studied temporal change in quantity and fragment size of DNA. The DNA half-life
depends on storage environment and fragment size, and that the apparent half-life is very short at
early stage. This phenomenon is caused by the mixing of sites with different rates of DNA damage in
the sample. Previous studies have been analyzed on the assumption that the DNA half-life is
constant, and the error may be large. In addition, 1 analyzed longer term DNA fragmentation in old
specimens.
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