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Structural and functional regulation of a ring-type protein quaternary structure
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Quaternary structures are formed through the interprotein interactions among
the multiple proteins. The complexity and the huge molecular size of the quaternary structures
render difficulties in their control. This study revealed that the disassembly and the reassembly of
a large ring-type peroxiredoxin assembly could be controlled by combining the amino acid mutations
and the conjugation of a synthetic molecule. The result obtained here will pave the new way for the
functional regulation and construction of protein assemblies.
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Figure 1. a) ApPrx Ot ik 1& (PDB code: 2E2G), b) ¥ VA7 au~ 7 F 7 4 —, LD
ApPrx*F80C % H. Ph-Br ##f5A L=t D% 7 L—, Naph-Br & L7-bDERTRLT,
ApPrx*F80C % — K, Naph@ApPrx*F80C X+ EEZ K L CW\D 2 ENRENTZ, ¢
Naph@ApPrx*F80C Dkt (PDB code: 7C8A), Naph ¥\ Z %8 TRr L7,



3. WMo Hik

FT.ApPPX B R—RIIHX NI BENT 47T a7 BER LT, IBIRIC AT A 5%
HEEHT D010, KK ApPrx BWATDH VAT A U EEAZT TR Y @ LI-Z R
ApPrx* ZAER L7z, ApPrx*+EAD EAEFEITAET D F80 2% —7 > MIV AT A VAR
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Figure 2. BIFEHELIEIC L D % VX7 E 0 A AOREZLFH, a) FEEICB T DX 78
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v 7 S RRESHRE S 4L D Caldanaerobacter subterraneus subsp. tengcongensis I T £ F /L% 7
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