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express in different genus host
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A biosynthetic gene cluster for YM-254890 (YM) from Chromobacterium sp. was
attempted to be expressed in Streptomyces hosts. Artificial biosynthetic gene clusters for YM-254890
were designed in silico. And to complete the synthesis of the designed gene cluster which spans 37

kb, 37 DNA fragments were synthesized. The fragments are assembled for the complete designed
biosynthetic gene cluster. Finally the gene cluster was constructed according to the design, and
evaluated in three actinomycete hosts. However, production of the final compound could not be
confirmed.
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