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Studies on novel feedback mechanism of methionine biosynthetic enzyme

Hasebe, Fumihito

3,300,000
MetW(PaMetW) MetX(PaMetX)
PaMetw
PaMetW PaMetX PaMetW N PaMetX C
AlphaFold2
MetW
MetX MetW MetX

MetW

In this study, we focused on the regulation of the enzymatic activity
involved in the methionine biosynthesis and revealed that the uncharacterized protein MetW from
Pseudomonas aeruginosa (PaMetW) regulated the succinyl-transferase activity of MetX from P.
aeruginosa (PaMetX). In addition, we also clarified that the alanine substitution of the
glycine-rich sequence of the PaMetW relieved the feedback inhibitory effect by the
S-Adenosyl-L-homocysteine (SAH).

Furthermore, we demonstrated that the N-terminal region of PaMetW and the C-terminal region of
PaMetX were significant for the interaction between PaMetW and PaMetX. This result coincided with
the complex model of PaMetW and PaMetX generated by AlphaFold2.
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