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Analysis of the Lysogenization Mechanism of Bacillus Phage SPbeta through
Homologous Recombination
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Upon infection, Bacillus phage SPB 1is incorporated into the host genome
through its site-specific recombination mechanism (SSR), which is encoded within its own genome.
Whereas, it has been demonstrated that in the absence of the integration site in the host genome, SP
B integrates through homologous regions present in the SPB genome. This study reveals the
characteristics of homologous recombination utilized as a phage integration mechanism by
investigating the preference of specific homologous regions for SPP -mediated recombination,
exploring factors involved in homologous recombination within the SPB genome, and analyzing the
function of homologous regions in SP[3 with respect to integration. Additionally, the potential
involvement of highly frequent homologous recombination regions in the abortive infection mechanism
mediated by the integrative conjugative element ICEBsl is suggested.
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