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Understanding the genetic basis governing egg-laying behaviour of B. mori and S.
ricini
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In order to elucidate the genetic basis governing the intensive egg-laying
behaviour of S. ricini and B. mori, a forward genetic analysis was carried out using interspecific
crosses between Samia cynthia and B. mandarina, which belong to the same genus of S.ricini and B.
mori but have different egg-laying patterns. As a result, we confirmed that homologous regions
(approximately 1 Mbp) on the Z chromosome of both species are responsible for the egg-laying
pattern.

Within the region mentioned above, we identified a gene which expresses specifically in the brain.
The deduced amino acid sequence of that gene of S. ricini has an amino acid substitution at the site
which is strongly conserved among species showing "dispersive” egg-laying patterns. Now, we
attempt to establish knockout strains of this gene using a consomic S. ricini strain, which has Z
chromosomes derived from S. cynthia, as the resipient.
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