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An study on the dispersal ecology of the subterranean fruiting endophytic fungus
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The aim of this study was to expand our understanding of the dispersal
ecology of root endophytic fungi, utilizing Hymenoscyphus sp. as a representative example. Specimens
of this fungus were collected in Japan and 580 isolates were obtained. Phylogenetic analyses, based
on four distinct loci and variations in cultural traits, indicated the presence of a species
complex. The most prevalent species among them was subjected to population genetic analysis using
SSR markers, revealing a significant population genetic structure. Furthermore, the data suggested
that as the geographic distance between populations increased, so did the genetic distance,
indicating that this fungus possesses a distinct spore dispersal mode and dispersal ability compared
to its aboveground-fruiting relatives.
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