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Elucidation of genetic factors in canine necrotizing encephalitis using
genome-wide association analysis
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Necrotizing meningoencephalitis in dogs is suspected to be an autoimmune
disease, but its cause is unknown. We identified marker SNPs in the whole genome of three
epidemiologically prevalent breeds of dogs, and found regions on chromosomes 3 of pugs and
chromosomes 1, 9, 15, 16, 20, 24, 25, and 28 of Yorkshire terriers that were suggestive of
association. Furthermore, the most strongly associated marker SNPs in these regions had high odds
ratios and could be used as marker SNPs In the disease.
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