2020 2021
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The aim of this study was to determine the effect of retrotransposons on
domestication-related gene expression of domestic cat.
RDRS C2a is endogenous retrovirus (ERV) and is located on the domestic cat"s chromosome C2 and
overlaps with WDR4. WDR4 and its surrounding sequences were highly conserved in the genome of the
other Felidae species, but RDRS C2a was found only in a part of Felis.
RDRS C2a LTR had strong promoter activity. Most ERVs are inactivated by DNA methylation, but CpG

sites in 5" LTR of RDRS C2a are hypomethylated, suggesting that it can be an promoter of its
neighboring gene.
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