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Analysis of histone arginine residue methylation that controls reprogramming of
the genome in the zygote

Itami, Nobuhiko
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The reprogramming of the male genome in mouse fertilization requires histone
H3R17 dimethylation (H3R17me2a) in the oocyte. In this study, it was discovered that while
H3R17me2a exists in the genome during interphase in eggs, fertilized eggs, embryonic stem cells, and
fibroblasts, it disappears from the genome during mitosis. Using experiments with demethylation
inhibitors, it was found that the dynamics of H3R17me2a change between the mitotic and interphase
stages in mouse eggs, and this affects embryonic development. Additionally, in a study using cows,
it was found that specific amino acids are involved in events such as histone incorporation in the
pronuclear formation of zygotes.
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