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Mechanism of secretion arrest from the Endoplasmic Reticulum during mitosis.
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In this study, we revealed that TANGO1l phosphorylation is regulated by
casein kinase 1d and protein phosphatase 1 in a cell cycle-dependent manner. We also showed that ER
exit site (ERES) disassembly during mitosis is caused by the phosphorylation of TANGOL1.
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