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The biogenesis of peroxisome is an essential cell function in eukaryotic
cells and is carried out by a group of proteins, called peroxins, in a tightly regulated manner. In
the process of peroxisome protein import, the AAA-ATPase Pexl1:Pex6 complex functions as a receptor
recycle machinery to relocate the receptor proteins from the peroxisome membrane to cytosol. In this

study, we purified a yeast Pexlp:Pex6p complex and studied its function using structural biology
techniques. We also studied the iInteraction between Pexlp:Pex6p complex and its recruiter, Pex15p.
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