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A mechanism by which acetic acid bacteria form a single cellulose fiber with
multiple cellulose synthase complexes on the cell membrane.

YOSHIDA, Toru
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The cellulose produced by acetic acid bacteria is synthesized and secreted
by multiple protein complexes located on the memgrane, ultimately forming a single fiber. The aim of
this study is to elucidate the structure of these complexes, as well as their distribution and
orientation on the cell membrane, with cryo-electron tomography. To enable tomographic observations,
we successfully created minicells, which are artificially reduced in size. Furthermore, we
confirmed that these minicells retain cellulose synthesis ability. Tomographic observations will be

performed.
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