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Developing a new genome-editing tool using anti-CRISPR proteins
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Expanding genome editing tools is crucial for the future of genetic
manipulation. In this study, we repurposed the anti-CRISPR protein AcrllA5 as a recruiter for
SpCas9, thereby introducing a novel genome editing tool. By attaching the transcriptional activation

domain VPR to AcrllA5, we successfully activated the target gene. Moreover, by fusing a mutant of

E. coli tRNA adenosine deaminase to AcrllA5, we achieved precise editing of the target base. These
findings hint at the potential to modulate the function of Cas proteins through the modification of
any Acr, thereby expanding the possibilities of genome editing in the future.
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