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Primordial germ cells (PGCs) are the precursors of germ cells, such as sperm
and eggs. In Caenorhabditis elegans, PGCs remain transcriptionally silenced via the chromatin
regulation for genomic integrity. In this study, we identified the histone acetyltransferase CBP-1
and the zinc finger protein ZFP-1 as the partner proteins of the chromodomain protein MRG-1, which
is essential for chromatin remodeling in PGCs.
We also found that MRG-1 can serve an important role in somatic cells and the deletion of MRG-1
causes a stress response dependent on the transcription factor DAF-16.
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The germ cell- specific TAP- like protein NXF- 2 forms a novel granular structure and is 2022
required for tra- 2 3' UTR- dependent mRNA export in Caenorhabditis elegans
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