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Plants often have the ability to produce various leaf shapes dependin? on
their environment, which is called heterophylly. In particular, many aquatic plants can form leaves
with significantly different shapes when grown on land or submerged in water. However, the
mechanisms underlying this phenomenon are poorly understood. In this study, we aimed to elucidate
the detailed molecular mechanisms of heterophylly and conducted research using the aquatic plant,
Callitriche palustris (Plantaginaceae). We have analyzed the molecular mechanisms of this species,
focusing on genomic and transcriptomic perspectives. We also established a transformation system for
closely related species to improve the research infrastructure.
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