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Novel marker molecules in macrophages during inflammation and application to
disease therapy
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In this study, we analyzed the function of AQP expressed on macrophages and
its physiological roles in order to propose new preventive and therapeutic methods for inflammatory
diseases. As a result, AQP9 expression level in mouse peritoneal macrophages was significantly
increased after LPS treatment. In addition, the peritoneal macrophages from AQP9 knockout mice
showed higher phagocytic activity than those of wild-type mice. These results suggest that AQP9 may
regulate inflammatory responses iIn macrophages.
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