2020 2022

Elucidation of Age-Related Changes in Enteroendocrine Cell Subtype Composition
and Their Regulatory Mechanisms
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i i _ In this study, we conducted histological analysis and comprehensive gene
expression analysis using naturally aged mice to investigate the effects of aging on various

intestinal epithelial cell types, including enteroendocrine cells. As a result, we revealed changes
in cellular composition and cell type-specific gene expression alterations associated with aging.
Furthermore, we identified multiple signaling pathways that regulate the aging-related changes in
intestinal epithelium. Based on these findings, we successfully established an in vitro intestinal
organoid culture system that mimics the aging changes in the small intestine.
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