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Our understandin? of the molecular mechanisms that prevent precocious
meiotic onset by PRC1.6 is far from complete. Moreover, how germ cells impede the function of PRC1.6
for physiological meiotic onset remains totally obscure. In this research project, | have
demonstrated that two distinct DNA binding domains of Mga, a scaffolding component of PRC1.6 enables
the complex to repress numerous meiosis-related genes. | have also demonstrated that germ cells
produced anomalous MGA that functions against the construction of PRC1.6 as a dominant negative
regulator via germ cell-specific alternative splicing for promoting progression of meiosis.
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