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The role of miR-23b in skeletal muscle on glucose metabolism

Nakanishi, Naoko
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i ) __ Impaired muscle glucose metabolism is a therapeutic target for diabetes. In
light of previous findings that microRNA-23b improves muscle glucose metabolism in vitro, this study

aimed to elucidate the mechanism of skeletal muscle miR-23b glucose metabolism in vivo. We
generated skeletal muscle-specific miR-23b-deficient mice (Myf5cre Mir23bf/f) by crossing Myf5CreER
with Mir23btmiMtm/Mmjax. After 6 weeks of feeding a high-fat diet, Myf5cre Mir23bf/f mice showed no
difference in skeletal muscle weight compared to control mice, however, showed less weight gain,
less visceral fat mass and improvement in glucose tolerance and insulin resistance.
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