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When Diffuse large B-cell lymphoma has MYC gene rearrangement (MYC-R) and
additional BCL2-R and/or BCL6-R, the lymphoma generally has an adverse prognosis and is named a
double hit lymphoma (DHL). But recently, some reports showed that there is DHL with good response to

usual chemotherapy and favorable prognosis. The adverse prognosis factor of DHL has not been found

yet. To find a prognostic biomarker of DHL, we firstly examined DHL cases with gene expression
profiling analysis. The gene expression profiling showed that the high expression of AICDA was
associated with an adverse prognosis in DHL. Then, we evaluated immunohistochemical expression of
AID, the protein product of AICDA, in DHL cases and confirmed that its expression was also
associated with an adverse prognosis in DHL. Therefore, AICDA and AID can be a predictor of an
adverse clinical outcome in DHL and immunohistochemistry of AID is useful to find DHL-adverse
prognosis group.
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