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Detailed analysis on SOX9 expression in skin adnexal tumors
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We have demonstrated the importance of the transcription factor SOX9 in the
differentiation and diagnosis of adnexal skin tumors by immunostaining and detailed analysis of its
distribution and intensity. Although cutaneous adnexal tumors are often difficult to diagnose due to

their morphological and phenotypic diversity, SOX9 was shown to have good sensitivity and
specificity in the diagnosis of multiple tumors. Furthermore, morphological complexity =
heterogeneity was analyzed for sweat gland carcinomas using SOX9 expression, machine learning and
multiregion whole exome sequencing within tumors, and we found that such heterogeneity also exists
in genome-level mutations. At the same time, we found significant in somatic mutations and copy
number alterations. We believe that our result could contribute to the establishment of therapeutic
strategies in adnexal carcinomas, for which there is still not even a clue to a cure.
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Geno-computed pathology with SOX9 for Cutaneous adnexal tumor
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