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In this study, we conducted an investigation into the regulatory mechanism
of MYC and MYC associated factor X (MAX) in diffuse large B-cell lymphoma (DLBCL).
Immunohistochemistry(IHC) for MYC and MAX was performed on approximately 160 DLBCL cases. The IHC
result and four public gene expression data indicate that the stratification of DLBCL prognosis by
two expression profiles is possible. Particularly in the group with high expression of MYC and low
expression of MAX, we observed an association with double-hit lymphoma-related molecules, suggesting

that high MYC expression and low MAX expression could serve as poor prognostic markers for DLBCL.
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Hummel et al. (GSE4475) DH GCB 23/41 3/19 0.005
Lenz et al. (GSE11318) DH GCB 10/11 7/16 0.02
Visco et al (GSE31312) DH GCB 20/27 14/34 0.01
Sha et al. (GSE117556) DH GCB 22/50 19/81 0.02
Sum 75/129 43/150 <0.0001
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