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Regulation of virulence expression by small RNA in enterohemorrhagic E. coli in
response to host infection stages.
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This study identified small regulatory RNAs (sRNAs) that play a role in the
post-transcriptional regulation of the type 3 secretion system, which is important for the
pathogenicity of enterohemorrhagic Escherichia coli, and clarified the role of these sRNAs during
host cell adhesion.

I attempted to identify sRNAs that interact with mRNA of ler, which encodes a central
transcriptional regulator of the type 3 secretion system, and found three sRNAs that repress the
expression of the type 3 secretion system through down-regulation of ler expression. Furthermore, we
analyzed the expression of these sRNAs during host cell adhesion and non-adhesion, and found that
some SRNAs were upregulated in the early or late stages of the adhesion, while others were
upregulated during non-adhesion. These results indicate the existence of a complex
post-transcriptional regulatory network during host cell adhesion.
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