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Analysis of staphylococcal food poisoning and its emetic mechanism using a
primate model
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The aim of this study was to elucidate the molecular mechanism of emetic
expression of staphylococcal enterotoxin (SE) and to identify the receptors involved in emesis by
using the common marmoset.

In si1lico, we observed an interaction between SEA and a degranulation-related molecule. The protein
was found to bind to SE in far western blotting. However, transfection of cultured cells did not
show high affinity for SEs, and their interaction with SEs and their involvement in the induction of
degranulation were unknown. To elucidate the receptors and signaling pathways involved in
SE-induced mast cell degranulation, we searched for membrane proteins that interact with SE, but

were unable to identify any proteins.
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