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Single-cell RNA library generation was performed on surgical specimens from
several types of solid tumors, including gastric, esophageal, and colorectal cancer, and analyzed by
NGS. We have now succeeded in stably generating enough single cell suspensions and have generated
libraries for more than 50 human solid tumors. The data after NGS analysis are analyzed using the R

package Seurat, focusing on the characteristics and functions of the cell population,
pseudo-genealogical analysis to determine the direction of cell differentiation, and analysis of
cell-cell interactions.

In addition, our laboratory has already created a PDX model of pancreatic cancer and has attempted
to CE?@tﬁ a PDX model using primary colon cancers and metastases but has not yet been able to
establish one.
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