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Exploring aberrant gene expression associated with DIC coexistence in advanced
gastric cancer
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In this study, gastric cancer patients with disseminated intravascular
coagulation (DIC) were analyzed based on comparison of clinicopathological features and
comprehensive gene expression status. The results showed that patients with bone metastases and
abnormal blood test results related to blood coagulation at the time of initial diagnosis were at
high risk of developing DIC. Furthermore, the results of the gene expression analyses showed that
gastric cancer patients with DIC were divided into two groups, one with a particularly poor
prognosis and the other with a relatively good prognosis, suggesting the possibility of establishing

treatment strategies targeting gene expression abnormalities characteristic of each group.
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