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Research on the innovative therapy for hepatobiliary and pancreatic cancers
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Pancreatic cancer is an extremely poor prognosis. The RNA-polymerase I
mediated transcription is essential initial step for ribosome biogenesis and are related with cancer
cell malignancy. RRN3 is RNA polymerase 1 specific transcription initiation factor. We found that

high level of RRN3 expression was associated with Ki-67 expression and shorter overall survival
compared with RRN3 low expression. In addition, proliferation and invasion ability were decreased
when RRN3 was silenced with siRNA compared to control siRNA transfected cells. Chemosensitivity
analysis showed that inhibition of RRN3 enhanced sensitivity of anticancer drug. Furthermore, RRN3
siRNA-transfected PANC-1 tumors showed significantly reduced tumor volumes compared to the control
tumors in a_mouse xenograft model. High RRN3 expression associated with poor prognosis and cancer
malignancy in pancreatic cancer. RRN3 targeting may be a promising therapeutic strategy to overcome
refractory pancreatic cancer.
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Univariate and Multivariate analyses of variablesrelated to survival after recurrence using Cox proportional hazards model

Varibles Univariate analyss Multivariate analyss
HR 95%Cl  p-vaue HR 95%Cl  p-vaue

Age (<70vs. ?70) 112 059214 0731 - - -
Sex (Maevs Femde) 096 056162 0.901 - - -
Histological type (Well vs Moderately, Poorly) 227 092754 0076

T factor (UICC) (T, 2vs T3,4) 171 062-710 0335

Lymph nodemetastasis (Absent vs. Present) 12 066-229 057 - - -
Venousinvason (V0,1 vs v2,3) 163 0.98-2.76  0.059 - - -
Lymphatic invasion (Iy0,1 vs. ly2,3) 142 084237 0191 - - -
Perineural invason (ne0,1 vs. ne2,3) 199 113373 0.017* 203 114381 0.014*
RRN3 (Low vs. High) 167 1.02-282 0.041* 171  1.01-303 0.048*

Abbreviations: HR, hazard ratio; Cl, confidence interval; UICC, Union for International Cancer Center
*
p <0.05
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RRN3 expression is associated with poor prognosis and cancer progression in pancreatic cancer.
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