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Involvement of DNA repair genes in the mechanism of drug resistance in acute
myeloid leukemia and development of novel therapeutic strategies
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To our knowledge, there are no reports on the generation of APE1l knockout
strains in acute myeloid leukemia. Therefore, we believe that our results are important in
elucidating the role of APEl in acute myeloid leukemia. In the future, we plan to examine the
effects of drug-induced APE1 knockout lines on AML cell proliferation and sensitivity to anticancer
drugs. APEl is a multifunctional protein that activates multiple transcription factors. Therefore,
it 1s considered necessary to examine comprehensive response pathways such as RNA sequencing.
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