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Establishment of RNA-based diagnostic method for inborn errors of immunity

Yoshitaka, Honda
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1) I have participated in an international joint research program and
contributed to a paper which reports a novel pathological mechanism of RelA abnormalities due to
dominant-negative effects. 2) In children with undiagnosed inflammatory diseases, we demonstrated
the possibility of improving diagnosis rates and providing individualized treatment by classifying
the patients based on the inflammation pathway using RNA expression analysis. 3) We have confirmed
that RNA analysis using non-hematological tissue, such as hair follicle, was effective and
non-invasive approach to analyze the expression of inborn errors of immunity-associated genes that
are not expressed in blood cells. 4) We have developed a new simple and quick diagnostic method for
NEMO deficiency, the diagnosis of which is difficult by next-generation sequencing method.
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