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i The nucleolar stress response is a tumor suppressor mechanism that
suppresses MDM2 via RPL11 and activates p53. Since TP53 mutations are rarely observed in pediatric

B-cell precursor cell acute lymphoblastic leukemia (BCP-ALL), the nucleolar stress response is
considered a good therapeutic target.

In this study, we First demonstrated that the nucleolar stress response is functional in pediatric
BCP-ALL using cell lines. Next, among the drugs used in the treatment of pediatric BCP-ALL, we found
that four drugs induced the nucleolar stress response. Analysis of clinical samples showed that
RPL11 tended to be decreased at the time of relapse. The results suggest that dysfunction of the
nucleolar stress response may be associated with recurrence.
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