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i We studied gene mutation analysis using DNA from pancreatic cancer tissue
and pancreatic cancer organoids and investigated the stability of cancer gene information obtained

from organoids and its usefulness for research.

Using a comprehensive cancer gene panel, pancreatic cancer organoids showed a high variant
concordance rate with FFPE samples (Simpson score 0.73-0.90), and similarly, the variants of early
and late passage pancreatic cancer organoids (Simpson score 0.86-0.92). It was shown that pancreatic
cancer organoids established from EUS-FNA specimens retain the same mutations as the source tissue

even after multiple passages.
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Table.1 Organoid somatic variant KRAS variant
. . . KRAS
*1 *2
Organoid Passage Somatic variants AA change*? VAF*
Control Orgl E 47 (11.4%) NA NA
............................ Org2 . E ..3483%) O NA L NA
Ore3 E 28 (6.8%) G12D 0.643
& A 32 (7.8%) G12D 0.625
E 30 (7.3%) GI12R 0.489
PDAC Orgd A 29 (7.1%) GI2R 0.511
Ore5 E 29 (7.1%) G12vV 0.520
& A 26 (6.4%) G12V 0.463
*1. MERELL-2[5] D early passage © E, #f{{4(9-10[5 Dadvanced passage : A, *2. Somatic variantsit 3"~ Tsingle nucleotide

variant, () (340958 (5T DvariantHE A, *3.AA : amino acid, *4 VAF : variant allele frequency.

Table.2 FFPE

Organoid

cfDNA

somatic variant

Variants number

Overlaps** (Number/Simpson score)

Case ID.
FFPE OR  Scf*!'  FFPE-Org*® OrgE-OrgA**  Org-Scf*®
1 39 46 30 16 0.41 - - 9 0.3
Control
- 33 24— - - - 18 075
3-E 28 0.52
- 30 - - 25 0.89 12
3-A 32 -
4-E 30 26 0.87
PDAC 37 = 25 0.86 - -
4-A 29 26 0.90
5-E 30 22 0.73 0.56
32 25 25 0.92 14
5-A 27 21 0.78 -

*1. Scf : Serum cfDNA®Dvariant¥{, *2.Overlaps : M Dvarianf{, *3. FFPEHi{A & organoid® fjfivariant#(, *4. Organoid
DR (OrgE) & MR (OrgA) <o Iifivariantf{, *5. Organoid & ¥5HiH cfDNAJH @ $tifivariant4].

Table.3 FFPE Organoid KRAS variant
FFPE Org-E Org-A Sct
Control ID1 NA NA - NA
............................... ID2 T N T DY
ID3 - G12D G12D NA
PDAC ID4 GI12R G12R G12R -
ID5 G12V G12V G12V NA

*1. Scf : Serum cfDNA




EUS-FNA

30 JDDw2022 64

2022 2023

(Matsuda Akiko)

(11501)

(Oyama Soshi)

(11501)




