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Development of hepatocellular carcinoma treatment monitoring method using
next-generation sequencing and digital PCR

Suzuki, Akiko
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With the progression of genome analysis technology, there is growing
anticipation for drug selection based on the genetic information of primary tumor tissues prior to
treatment, such as molecular targeted drugs and immune checkpoint inhibitors, as well as for
recurrence diagnosis. However, for cancers like unresectable hepatocellular carcinoma, where the
collection of primary tumor tissues is avoided due to the risk of bleeding or seeding, it has been
challenging to validate the effectiveness of drug selection and prognostic stratification based on
the genetic information of primary tumor tissues. Therefore, we have established a method to
retrospectively verify treatment targets that could not obtain tissue sequencing information during

life due to high biopsy risks by collecting tissue from post-mortem specimens and conducting
sequence analysis.
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(hazard
ratio, 0.2765; 95% confidence interval [CI],

0.08-0.81; P = 0.0197)
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