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Machine learning identified exosomal microRNA signature for early diagnosis of
esophageal adenocarcinoma

MIYOSHI, Jinsei
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We confirmed the overexpression of 14 miRNAs and developed a circulating
miRNA signature (AUC:0.97).
To investigate whether our 14-miRNA panel has a diagnostic specificity for EAC and not other cancer
types, we evaluated the diagnostic performance of our 14-miRNA panel in other major malignancies
gncluding colorectal, gastric, pancreatic, kidney, ovarian and brain cancer using public TCGA miRNA
atasets.
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