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Development of bacteriophage therapy for normalisation of bacterial flora and
treatment of diseases.

Yusuke, Sato"o
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Crohn®s disease (CD) is one of the designated intractable diseases and is
characterized by chronic inflammation of the digestive tract. Dysbhiosis of the gut microbiota is
involved in its onset, with AIEC being particularly implicated. However, the treatment guidelines do

not include therapeutic approaches targeting the microbiota. The applicant hypothesized that using
bacteriophages to eliminate AIEC from the microbiota could lead to disease treatment. Experiments
with mice confirmed the removal of AIEC and improvement of disease symptoms, and the CRISPR target
specificity for AIEC-specific genes was analyzed. These findings demonstrated the potential of
synthetic phage therapy targeting the microbiota, indicating a new treatment pathway for Crohn"s
disease.
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