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Investigation of the pathogenesis of gastrointestinal tract neuroendocrine
carcinoma through microscaled proteogenomic analysis
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Using endoscopic biopsy specimens collected from primary tumors of patients
with untreated gastrointestinal tract neuroendocrine carcinomas (GI-NECs), genomic profiling tests,
proteomic analysis, and phosphoproteomic analysis were performed to investigate abnormalities in
biological functions in GI-NECs. Proteomic and phosphoproteomic analysis revealed the activation of
signaling and kinases of the cell cycle and DNA repair mechanisms in tumor tissues compared with
non-tumor adjacent tissues. Proteomic and phosphoproteomic analysis provided information that is
difficult to be acquired by genomic profiling tests, suggesting the importance of proteogenomic
analysis in elucidating the disease mechanism and exploring novel therapeutic targets in GI-NECs.
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Temporal dynamics from phosphoproteomics using endoscopic biopsy specimens provides new 2022
therapeutic targets in stage IV gastric cancer
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