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Establishment of novel diagnostic markers and therapy targeting lung cancer
specific glycans
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Aberrant glycosylation is often observed as one of the hallmarks of cancer.
However, the regulation of glycosylation in cancer has not been well elucidated, hampering the
identification of rationale therapeutic target in cancer including lung cancer. In this study,
lectin array and quantitative RT-PCR for lung cancer samples identified FUT3 as key regulator of
fucosylation in lung cancer cells. Prospective induction of FUT3 in lung cancer cells promoted
invasion and metastasis capacity in vitro and in vivo, respectively, partly due to fucosylation of
cell surface proteins including ITGB1. Tissue microarray analysis confirmed the robust and
cancer-specific expressions of FUT3 in 141 patient-derived lung cancer samples, associated with poor

clinical prognosis.
These data highlight the important roles of FUT3-mediated fucosylation in lung cancer progression.
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