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A innate immune defense system against Mycobacterium avium pulmonary disease
based on intracellular pH homeostasis
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The aim of this study was to test the hypothesis that reduced CHP2 gene
expression inhibits the inflammatory response and bactericidal mechanisms based on intracellular pH
regulation during pulmonary MAC infection. In human alveolar epithelial cell lines, CHP2 knockdown
tended to increase the infection efficiency of MAC strains, but no significant difference in
intracellular bacterial content after infection was observed. To test the possibility that CHP2 is
involved in the bactericidal mechanism of MAC in vivo, CHP2 knockout mice were generated. However,
planned tests could not be carried out because the reproductive efficiency of the homozygous

individuals was reduced.
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