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Investigation of Microbiota and Macrophage as Host Factors in the Pathogenesis
of Chronic
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Background; Chronic pulmonary aspergillosis is a refractory respiratory
infection. In chronic pulmonary aspergillosis, the involvement of the normal bacterial flora in the
pathogenesis of lung lesions has not yet been elucidated. Methods; The study targeted 24 cases
suspected of chronic pulmonary aspergillosis, who underwent bronchoscopy at the Hospital of the
University of Occupational and Environmental Health, Japan. A method combining the Sanger method
with a clone library method was used for bacterial flora analysis. Results; Among the 15 cases
diagnosed with chronic pulmonary aspergillosis, PCR positivity in the 16S rRNA region was observed
in 11 cases, with genus Streptococcus (9 cases) and anaerobic bacteria (10 cases) being frequently
detected. Conclusion; Mixed infection of the genus Streptococcus and anaerobic bacteria may be
implicated in the pathogenesis of chronic pulmonary aspergillosis.
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