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Fundamental analysis of renal pathology using artificial intelligence

Matsumoto, Ayumi
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The aim of this study is to create Artificial Intelligence (Al) that can
accurately diagnose renal disease and further predict prognosis using renal biopsy images combined
with information from super-resolution microscopy. We generated a dataset of 5002 renal biopsy
images and corresponding clinical information of patients from multicenter in Japan. The Al was
trained using square patchy images cut out from the whole renal biopsy images. Our Al was able to
segment the pathological lesions and visualize each lesion by superimposing them onto the whole

;mage. The results showed that the Al diagnostic results were as accurate as those obtained in
umans.
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