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Antifibrotic _effect of regulating Th17 and regulatory T cell imbalance and
intestinal microbiota changes in a systemic sclerosis mouse model
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To elucidate the involvement of Thl7/regulatory T (Treg) cell balance in the

pathogenesis of systemic sclerosis (SSc), we investigated the effect of intestinal parasite
(Heligmosomoides polygyrus (Hp)) infection-induced Treg cells activation on the bleomycin-induced
SSc mouse model. As a result, Hp infection increases Treg cells and suppresses bleomycin-induced
Th17 cells, leading to an inhibitory effect on fibrosis. Furthermore, analysis of the intestinal
microbiota of mice and SSc patients revealed that alterations of intestinal microbiota could be
involved in the Th17/Treg cell imbalance in SSc and in the development and progression of the
disease. In conclusion, Thl17/Treg imbalance may be involved in the pathogenesis of SSc, and proper
regulation of Th17/Treg balance may be a new therapeutic target.
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(Heligmosomoides polygyrus (Hp))
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