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?evElopment of a novel therapy targeting alteration of lipid metabolism in
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It is becoming clear that unique metabolic patterns created b r
ukemia are

in key intracellular metabolic pathways such as glucose and amino acid metabolism in
involved in leukemia stemness and chemotherapy resistance. On the other hand, vulnerabilities
generated by these metabolic alteration can be novel therapeutic targets. This study aims to
establish a novel therapy by targeting lipid metabolism in leukemia. We have shown that several
genes involved in cholesterol metabolism are aberrantly expressed in leukemia cells. In this study,

we evaluated the effects of inhibiting these genes and metabolic pathways.
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