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Analysis of the regulation of early erythropoiesis by transcription factor GATAl
and erythropoietin signal
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The purpose of this study was to elucidate the details of the regulatory

mechanism of erythropoiesis by EPO, a cytokine that promotes erythropoiesis, and GATAl, a
transcription factor that regulates erythroid differentiation. | performed a comparative analysis
using mice in which GATAl KD or GATAl KO cells could be compared to normal cells within the same
individual. The results showed that GATAl is essential for differentiation at the MEP stage and that
GATAL1 KD cells produce an abnormal cell cluster that exhibits a specific gene expression pattern.
We also suggested that GATAl regulates EPO signaling by regulating Epor gene expression during the
MEP stage, while there is no regulation of Gatal gene expression by EPO signaling.
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