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Development of a novel therapeutic strategy for PTCL-NOS based on functional
analysis of tumor microenvironment
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Gene expression analysis of peripheral T-cell lymphoma (PTCL) tumor tissues
showed that the patients could be classified into four groups according to microenvironment-related
gene expression, and the Macrophage-rich and NME groups (low expression of B-cell and dendritic
cell-related genes) had a poor prognosis. Macrophage-rich cases had high expression level of PD-L1
and NME patients had high expression level of BIRC5. BIRC5 inhibition by inhibitor and gene
modification was effective in inhibiting tumor growth in both in vitro and vivo disease models.
After microenvironmental profiling of a few cases by imaging mass cytometry, we noticed a large
heterogeneity in the same cases and within the same tissues. As a result, we developed a
comprehensive evaluation method of immune microenvironment using cTDNA.
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